SEQUENCE LISTING 



<110> Whitsett, Jeffrey A. 

Glasser, Stephan W. 

<12 0> METHODS OF DIAGNOSIS AND TREATMENT OF INTERSTITIAL LUNG 
DISEASE 

<130> 0010872/0507287 

<150> US 60/431,949 

<151> 2002-12-09 

<160> 6 

<170> Patentln version 3.2 

<210> 1 

<211> 3633 

<212> DNA 

<213> Mus musculus 

<300> 

<308> M38314 

<309> 1999-07-28 

<313> (1) . . (3633) 



<220> 

<221> gene 

<222> (321) . . (3443) 



<220> 






<221> 


mRNA 




<222> 


(321) 


. . (3443) 


<223> 


j oin 


(321. .389, 


2911. . 


.3066, 






3268 . 


. 3443) 



<220> 

<2 21> exon 

<222> (321) . . (389) 



<220> 

<221> Intron 

<222> (390) . . (1618) 

<220> 

<2 21> exon 

<222> (1619) . . (1777) 

<220> 

<221> Intron 

<222> (1778) . . (2111) 

<220> 

<2 21> exon 

<222> (2112) . . (2234) 

<220> 

<221> Intron 

<222> (2235) . . (2471). 



<220> 
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<221> exon 

<222> (2472) . . (2582) 

<220> 

<221> Intron 

<222> (2583) . . (2910) 

<220> 

<221> exon 

<222> (2911) . . (3066) 

<220> 

<221> Intron 

<222> (3067) . . (3267) 

<220> 

<221> exon 

<222> (3268) . . (3443) 

<400> 1 

ctgcaggggc aggtgccagc aagagaggca gacatgcaga aagacaccca cggagagagg 
60 

agcaggtggc ccgagggtga gtttgcttga cctcacccag gtttgctctt gttggggcca 
12 0 

agaggattca tgtgcctagg ccaagggcct tgggggctct tgcagctgcc ttatcggggc 
180 

ctgggctctg aaaagccagg aacaaacaag ctacaaagcc aaggacttgg ctggcagaca 
240 

ggaggcccag tccttcaccc ctgtcctctc tgtctctgat gatatatata agacactggt 
300 

cacaccagag agatgaggag agg aga gag aga gag aaa cct tac aaa atg gac 
353 

Arg Arg Glu Arg Glu Lys Pro Tyr Lys Met Asp 
1 5 10 

atg agt age aaa gag gtc ctg atg gag agt cca ccg gtgagtgtga 
399 

Met Ser Ser Lys Glu Val Leu Met Glu Ser Pro Pro 

15 , 20 

ttgtgtgtgt gtgtgtgtgt gctgcgcgcg catacatagt atactgactt gactgtccat 
459 

cctccagtag gctttttttc tttttctaga cccatatact caattagctt aggattgggc 
519 

ttttaggata gagataccgt gatcattaag agtccctggt agaggcaggc acgacgacca 
579 

cgaattcctg tataaaggga ttgagageca cagaggggtc aatagaaagt cctgtgaaga 
639 

acactgatag caccaccatg tagttgggag gctacaggaa gtaccacaga gcaaatgaca 
699 

gtgaggctgg gatgtagatc agtagctaga geactttgea aaacgtggag accctggggt 
759 



93 



ttcagtcccc cagatccaca taatccaggc atagaggtgc acactgtttg gaaatataag 
819 

caagataatc attcagggtc atccttagat atataaggag ttgaaaggca gcctgggtca 
879 

tagatatggt ttttttcttt aaaaaaaaaa aaaggatggc tcagtaggta gtggtgcttg 
939 

caccaaatgt ggcggctcga gtttaatctc tggaattcac atgatgaaag gagatgaaaa 
999 

gttgtccctg acttacacac acacatgtac atacacactc acacatacta cacacatgta 
1059 

cacaaacatt cacactcaca ccacatacac acactctcac acacaccaca cacatgtgca 
1119 

cacacacaca cacacatgta ccttcacaca catcacacac atgcacactc aaacatacca 
1179 

cacaatgtat acacgctcac acactaaatc cgtgtaaaaa accatgaagc tggcacatgg 
12 3 9 

actggattga gaaggaacaa aggagacccg tgtaaaggta tagagacagg gctacctgga 
1299 



tcctttgagg gagcaaaaac tcaggatatg tctggggtgt taggcgtcgt gggaaaacag 
1359 

aagaagagat cggtagctgg ctctcttgga ttatttcaaa cctagacttt gcttctaact 
1419 

ttctaagtag ctatggtttt gttagggtcc aaccaccttc cccaaagcct tccttcccaa 
1479 

aagcctctga tctccccagc tcttccttca cactcgtagc ctaaagaggt acgggatgtg 
153 9 

tgtgtccccc ttgcacaggg agagtaggag ccaccctctc cactacccac ttgtctctct 
1599 

gcttcccttg ctctctcag gat tac teg gca ggt ccc agg age cag ttc cgc 
1651 

Asp Tyr Ser Ala Gly Pro Arg Ser Gin Phe Arg 
25 ~ 30 

ate ccc tgc tgt ccc gtg cac etc aaa cgc ctt etc ate gtg gtt gtg 
1699 

lie Pro Cys Cys Pro Val His Leu Lys Arg Leu Leu lie Val Val Val 
35 40 45 50 

gtg gtg gtc etc gtt gtc gtg gtg att gta ggg get ctg etc atg ggc 
174 7 

Val Val Val Leu Val Val Val Val lie Val Gly Ala Leu Leu Met Gly 
55 60 65 

etc cac atg agt caa aaa cat act gag atg gtgagtgggc ctgggttggg 
17 97 

Leu His Met Ser Gin Lys His Thr Glu Met 
70 75 

caaagaggca cagcagacag ggggttgggg gagattatgg gggatgggca gctgttcgga 
1857 
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ggaagagaag ggagtggaca ggtatgagca catcttgggt gacacaaaca gagacgaggt 
1917 

agccatcctg cctagatcct ctcccccagc cccggcctag tgtgataacc atcgattgct 
1977 

ctgacacctc ttacgtttag ccttcctgag atctcaggaa agcgtttgaa tagaggattc 
2037 



tgagtagata tgggtaccga aagctgaggg aagaaagaga aataccaggc agcattccaa 
2 097 

cacccttccc ctag gtc ctt gag atg age ate gga gca ccg gaa act cag 
2147 

Val Leu Glu Met Ser lie Gly Ala Pro Glu Thr Gin 
80 85 

aaa cgc eta gee ccg agt gag cga gca gac acc ate get ace ttt tec 
2195 

Lys Arg Leu Ala Pro Ser Glu Arg Ala Asp Thr lie Ala Thr Phe Ser 
90 95 100 

a tc ggc tec act ggc ate gtt gtg tat gac tac cag egg gtgaggatgc 
2244 

lie Gly Ser Thr Gly lie Val Val Tyr Asp Tyr Gin Arg 
105 110 115 

eggaggacca ccgggacttt attggaacta gccagttgta gcatttctag aggtctctcc 
2304 

ccattctgtg cctggctacc tcacctcaga tgctcgaacc actgaegcaa gtgcgcccct 
2 364 

ccaccctctg aagacaatct aaaggaagtt ggttggctga gaactagggt tggggaggaa 
2424 



gcaaggcaag gggaccttgt gaatgacctc cagggtttta tacctag etc ctg acg 
2480 

Leu Leu Thr 
120 

gee tat aag cca get cca gga acc tac tgc tac ate atg aag atg get 
2528 

Ala Tyr Lys Pro Ala Pro Gly Thr Tyr ' Cys Tyr lie Met Lys Met Ala 
125 130 * 135 

cca gag age ate cct agt ctt gag get ttc get aga aaa etc cag aac 
2576 

Pro Glu Ser lie Pro Ser Leu Glu Ala Phe Ala Arg Lys Leu Gin Asn 

140 145 ~* * 150 

ttc agg tgggtatgtt tagggaggga gggagcagtc tcctctgagg tttgagtaga 

2632 

Phe Arg 



agggacatgt gaaagatgac tagcgtaccc tgtgtagtat tgatgtttct gatcagacat 
2692 



gttctcctct ctccatgacc tgtgtcctgc catccctacc agctctcagg tggccctgct 
2752 
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aagttgttgg ccttggctga gcttagacat gacctatggg cttctacatc caacccagtc 
2 812 

cctctctgaa tttgtgagga aactgatcct cgagaattac caacttagtg tcccacacta 
2872 

aataaagcag gtgacattga aagtaggtgt tctttcca gcc aag ccc tec aca ccc 
2928 

Ala Lys Pro Ser Thr Pro 
155 160 

acc tct aag ctg ggc cag gag gaa ggg cat gat act ggt tec gag tec 

2 976 

Thr Ser Lys Leu Gly Gin Glu Glu Gly His Asp Thr Gly Ser Glu Ser 
165 170 " 175 

gat tct tec ggg aga gac ctg get ttc eta ggc ctt get gtg age acc 

3 024 

Asp Ser Ser Gly Arg Asp Leu Ala Phe Leu Gly Leu Ala Val Ser Thr 

180 185 190 

ctg tgt gga gag eta cca etc tac tat ate tag cat cca cag 
3066 

Leu Cys Gly Glu Leu Pro Leu Tyr Tyr lie His Pro Gin 

195 200 205 

gtgagcaaca gtacctttca gggtgcctgg gcaacactgg cagggcttgg gctgcctgct 
3126 

ttgtcagggg acctactagg tatctcttaa agtcagtggt ctegggaget eggaggatgg 
3186 

agggttccca gacacatccc acactggacc caagegggtg gcttcttcag tccccataag 
3246 

cattagttct ttgettcaca g ggt egg tag aaa ccg cag egg gac agg aaa 
3297 

Gly Arg Lys Pro Gin Arg Asp Arg Lys 

210 

gac cct ccg caa agg gtc ttt gtc aga caa gca gga age tgc tec tgc 
3345 

Asp Pro Pro Gin Arg Val Phe Val Arg Gin Ala Gly Ser Cys Ser Cys 
215 220 225 ~ 230 

cca gaa acc ggt gga agt ctg taa agg aaa ggt gtc tct cct acg ggc 
3393 

Pro Glu Thr Gly Gly Ser Leu Arg Lys Gly Val Ser Pro Thr Gly 

235 " 240 245 

cag ggg gat cct ate aca aaa gaa taa age age ctg att gga aaa caa 
3441 

Gin Gly Asp Pro lie Thr Lys Glu Ser Ser Leu lie Gly Lys Gin 

250 255 260 

ag agtggcgctt cttttctttc acattttctc ageteggett ctagcagaag 
3493 

ctcctaggaa ggagagggtt tggagagttg ggcgctttgc acgtcctttc taagagtgat 
3553 

ggaggtttgg tctaccccag gtaatgggaa cagagcaaaa ggcagggaca gaggaeggga 
3 613 
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cctgggtgcc atacacgggg 
3633 



<210> 2 

<211> 995 

<212> DNA 

<213> Mus musculus 

<400> 2 

aggagagaga gagagaaacc ttacaaaatg gacatgagta gcaaagaggt cctgatggag 
60 

agtccaccgg attactcggc aggtcccagg agccagttcc gcatcccctg ctgtcccgtg 
120 

cacctcaaac gccttctcat cgtggttgtg gtggtggtcc tcgttgtcgt ggtgattgta 
180 

ggggctctgc tcatgggcct ccacatgagt caaaaacata ctgagatggt ccttgagatg 
240 

agcatcggag caccggaaac tcagaaacgc ctagccccga gtgagcgagc agacaccatc 
300 

gctacctttt ccatcggctc cactggcatc gttgtgtatg actaccagcg gctcctgacg 
360 

gcctataagc cagctccagg aacctactgc tacatcatga agatggctcc agagagcatc 
420 

cctagtcttg aggctttcgc tagaaaactc cagaacttca gggccaagcc ctccacaccc 
480 

acctctaagc tgggccagga ggaagggcat gatactggtt ccgagtccga ttcttccggg 
540 

agagacctgg ctttcctagg ccttgctgtg agcaccctgt gtggagagct accactctac 
600 

tatatctagc atccacaggt gagcaacagt acctttcagg gtgcctgggc aacactggca 
660 

gggcttgggc tgcctgcttt gtcaggggac ctactaggta tctcttaaag tcagtggtct 
72 0 

cgggagctcg gaggatggag ggttcccaga cacatcccac actggaccca agcgggtggc 
780 

ttcttcagtc cccataagca ttagttcttt gcttcacagg gtcggtagaa accgcagcgg 
84 0 

gacaggaaag accctccgca aagggtcttt gtcagacaag caggaagctg ctcctgccca 
90 0 

gaaaccggtg gaagtctgta aaggaaaggt gtctctccta cgggccaggg ggatcctatc 
960 

acaaaagaat aaagcagcct gattggaaaa caaag 
995 



<210> 3 
<211> 193 
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<212> PRT 

<213> Mus musculus 



<300> 

<308> AAA40010 

<309> 1999-07-28 

<313> (1) . . (193) 

<400> 3 

Met Asp Met Ser Ser Lys Glu Val Leu Met Glu Ser Pro Pro Asp Tyr 
1 5 10 15 



Ser Ala Gly Pro Arg Ser Gin Phe Arg lie Pro Cys Cys Pro Val His 
20 25 30 



Leu Lys Arg Leu Leu lie Val Val Val Val Val Val Leu Val Val Val 
35 40 45 



Val lie Val Gly Ala Leu Leu Met Gly Leu His Met Ser Gin Lys His 
50 55 60 



Thr Glu Met Val Leu Glu Met Ser lie Gly Ala Pro Glu Thr Gin Lys 
65 70 75 80 



Arg Leu Ala Pro Ser Glu Arg Ala Asp Thr lie Ala Thr Phe Ser lie 
85 90 95 



Gly Ser Thr Gly lie Val Val Tyr Asp Tyr Gin Arg Leu Leu Thr Ala 
100 105 110 



Tyr Lys Pro Ala Pro Gly Thr Tyr Cys Tyr lie Met Lys Met Ala Pro 
115 120 " 125 



Glu Ser lie Pro Ser Leu Glu Ala Phe Ala Arg Lys Leu Gin Asn Phe 
130 135 140 



Arg Ala Lys Pro Ser Thr Pro Thr Ser Lys Leu Gly Gin Glu Glu Gly 
145 150 155 160 



His Asp Thr Gly Ser Glu Ser Asp Ser Ser Gly Arg Asp Leu Ala Phe 
165 " 170 ~ 175 



Leu Gly Leu Ala Val Ser Thr Leu Cys Gly Glu Leu Pro Leu Tyr Tyr 
180 185 190 



He 



<210> 4 
<211> 3409 
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<212> DNA 

<213> Homo sapiens 

<300> 

<308> J03890 

<309> 1998-08-17 

<313> (1) . . (3409) 



<220> 

<221> gene 

<222> (591) . . (3237) 

<220> 

<221> mRNA 

<222> (591) . . (3237) 

<223> join (616. .657,13 56. .1514,1860. .1982,22 06. . 2 3 16 , 2 651 . . 2 809 ) ; 
gene= "SP-Cl " ; product= "pulmonary surfactant protein SP-C" 

<220> 

<221> mRNA 

<222> (591) . . (3237) 

<223> join (616. . 657 , 1356 . . 1514 , 1860 . .1982,22 06. . 23 16 , 2669 . . 2 809) ; 

gene="SP-Cl" ; product= "pulmonary surfactant protein SP-Cl" 

<220> 

<2 21> exon 

<222> (591) . . (657) 

<220> 

<221> Intron 

<222> (658) . . (1355) 

<220> 

<221> exon 

<222> (1356) . . (1514) 

<220> 

<221> Intron 

<222> (1515) . . (1859) 

<220> 

< 2 2 1 > exon 

<222> (1860) . . (1982) 

<220> 

<221> Intron 

<222> (1983) . . (2205) 

<220> , ■> 

<221> exon 

<222> (2206) . . (2316) 

<220> 

<221> Intron 

<222> (2317) . . (2650) 

<220> 

<221> exon 

<222> (2651) . . (3237) 

<400> 4 

ggtaccagat atgtgggagg aggcaaggta agggaaagag tacttgaagt tggaactggt 
60 
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ccttgcaggg aaatgcacat ttatgaaacc ccgaaaactg atgtcaaagc acctcctgcc 
120 

ttgggcagtc ctctcagagt ctacaggtgc tgcctccaga accctcttcc tggagcgcat 
180 

ccctatgtat ctagaaattc tgctgggaaa tatgatggtc agacccttgg ccacctgaaa 
24 0 

gttcagggtg gtagaagaaa aaggaaagcc acagggcagc aggggcaggt gcagcaagga 
300 

aggcaggcac gccaggaaga cacccatggg tagaagtgca gatggcccga gggcacagtt 
360 

tgctcaactc acccaggttt gctcttgctg gggccaagag gactcatgtg ccagggccaa 
420 

gggctctggg ggctctcaca gggggcttat ctgggcttcg gttctggagg gccaggaaca 
480 

aacaggcttc aaagcaaggg cttggctggc acacaggggc ttggtccttc acctctgtcc 
540 

ctctcctacg gacacatata agaccctggt cacacctggg agaggaggag agg aga 
5 96 

Arg Arg 
1 

gca tag cac ctg cag caa gat gga tgt ggg cag caa aga ggt cct gat 
644 

Ala His Leu Gin Gin Asp Gly Cys Gly Gin Gin Arg Gly Pro Asp 

5 10 15 

gga gag ccc gcc g gtgagtgtgg ttgcgtgtgt gtatgtatgt gcgcgcgcac 
697 

Gly Glu Pro Ala 
20 

atgtgtgtga tggccctgcc tcctctatcc tccctggcct gtttccttat ccagatccat 
757 

tcactcaact aacctaggac tgtgataagt caggatgggg acaccaagac cactaagcca 
817 

gggacccttg gggagctgtt tgtggccaag agccactata ggggtccgta gaactggagt 
877 

gcgcgtagac agccctgagt cagaagccat gagaaacttc agaagtcagg ggacacttct 
937 

cagagaaaaa ccacatacga gctggagcca gaataaggag gagctcgccc ggtggagaag 
997 

gaggaaggca ttccaggaag gagggagact ctgtatcacc gcatggaggt gatcacttgg 
1057 

ggagagagag gggctgacca tggctggggg aagcagcagg gagagacagg tgaagcaggc 
1117 

tctcttgggt ccctcaaaac tagaccctgc ttctaagctt ctatgtatct atgggtttgt 
1177 
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tagaatccag gccacctcct ccaagaagcc ttctctgatc tcctcagccc ttccctgtcc 
1237 

atccatcgca tcggctgtcc agcctaggag ccgtgggagg gtgttcagct tgtataggga 
12 97 

gaagagggga cagcctcatg acctcatgcc tgtctccttg cctgccccac cgtgtcag 
1355 

ga eta etc cgc age tec ccg ggg ccg att tgg cat tec ctg ctg ccc 
1402 

Gly Leu Leu Arg Ser Ser Pro Gly Pro lie Trp His Ser Leu Leu Pro 
25 30 35 

a 9t gc a cct gaa acg cct tct tat cgt ggt ggt ggt ggt ggt cct cat 
14 50 

Ser Ala Pro Glu Thr Pro Ser Tyr Arg Gly Gly Gly Gly Gly Pro His 
40 45 50 

cgt cgt ggt gat tgt ggg age cct get cat ggg tct cca cat gag cca 
1498 

Arg Arg Gly Asp Cys Gly Ser Pro Ala His Gly Ser Pro His Glu Pro 
55 60 65 

gaa aca cac gga gat g gtgagaggtg tgggatgeae agcagtgggc acaggacatg 
1554 

Glu Thr His Gly Asp 
70 

ccagacagag gggctaggtg ggatgggcga taggaaactg tccaagggga gtggagggga 
1614 

ggaggcaagg ggcacagcta gaaggaaaga ggcacgaacc aggcagcaac ccagctcagg 
1674 

cttttccaca aggcccctgc ccgcgacagg acagccagct ccctccagca cctggttcca 
1734 

ctcagcctcc ctgaactctt gggaaagagg gaagegcatt tgagtacaga ggcctgagta 
1794 

tggggatggg taccactggc tgagtaggaa aggggaagac caggtggctc catgcctttc 
1854 

cccag gt tct gga gat gag cat tgg ggc gec gga age cca gca acg cct 
1903 

Gly Ser Gly Asp Glu His Trp Gly Ala Gly Ser Pro Ala Thr Pro 

80 ~ 85 

ggc cct gag tga gca cct ggt tac cac tgc cac ctt etc cat egg etc 
1951 

Gly Pro Glu Ala Pro Gly Tyr His Cys His Leu Leu His Arg Leu 

90 95 100 

cac tgg cct cgt ggt gta tga eta cca gca g gtgggtatgc cagacctcct 
2002 

His Trp Pro Arg Gly Val Leu Pro Ala 

105 110 

gacctggacc aatgacaact gggctctget agagcgccca gctggccact ttcattccac 
2062 

atccatctct cctctctcag actttttget gageccagat tctagtagtc tcccgtgccc 
2122 
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aacctagagg gaggtggcta aggacctggg tcagggagag agcagggcag gaccccgaat 
2182 

gatctccagc attctgtgcc tag ct get gat cgc eta caa gee age ccc tgg 
2234 

Ala Ala Asp Arg Leu Gin Ala Ser Pro Trp 
115 120 

cac ctg ctg eta cat cat gaa gat age tec aga gag cat ccc cag tct 
2282 

His Leu Leu Leu His His Glu Asp Ser Ser Arg Glu His Pro Gin Ser 
125 130 135 

tga ggc tct cac tag aaa agt cca caa ctt cca g gtgtgtgtgt 
2326 

Gly Ser His Lys Ser Pro Gin Leu Pro 

140 145 

gtgggtgaaa agagtgggct gtctccctcc caggctgetg gaggagtgtc cgaatggtgg 
2386 

ctatttgtca cctgtaaagc actgttcctc attggctgee agetgactge ccctctccta 
244 6 

ttcccctgca cgactccttt ccttcccacc ccactgccaa getgetggge tcagctgagt 
2506 

ccactcacta cctggtggct tctgactcta gcacagcccc tctttactga tgagaaaact 
2 5 66 

gaggctcaga gagattgect gatatacctg aagtcccaca ataagggctg cacatgggat 
2626 

agaaactcac ttcctacatt ccag at gga atg etc tct gca ggc caa gee 
2676 

Asp Gly Met Leu Ser Ala Gly Gin Ala 
150 155 

cgc agt gee tac gtc taa get ggg cca ggc aga ggg gcg aga tgc agg 
2724 

Arg Ser Ala Tyr Val Ala Gly Pro Gly Arg Gly Ala Arg Cys Arg 

160 165 170 

etc age acc etc egg agg gga ccc ggc ctt cct ggg cat ggc cgt gaa 
2772 

Leu Ser Thr Leu Arg Arg Gly Pro Gly Leu Pro Gly His Gly Arg Glu 
175 180 185 

cac cct gtg tgg cga ggt gee get eta eta cat eta gga cgc etc egg 
2 82 0 

His Pro Val Trp Arg Gly Ala Ala Leu Leu His Leu Gly Arg Leu Arg 
190 195 200 

tga gca ggt gtg ate eca ggg ccc ctg ate age age gga gga gcg ctg 
2868 

Ala Gly Val lie Pro Gly Pro Leu lie Ser Ser Gly Gly Ala Leu 
205 210 215 

gee acc tgc ccg get gtg gag gag get cgc tga cca ggc tgg ggc gtc 
2916 

Ala Thr Cys Pro Ala Val Glu Glu Ala Arg Pro Gly Trp Gly Val 

220 225 ~ 230 
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cac tga age ggg gtc ate cag gca act egg ggg agg gga age tea cag 
2964 

His Ser Gly Val lie Gin Ala Thr Arg Gly Arg Gly Ser Ser Gin 

235 240 245 

ace ggt act tec cac tec cct gaa ttc tct ctg tec ate etc aac att 
3012 

Thr Gly Thr Ser His Ser Pro Glu Phe Ser Leu Ser lie Leu Asn lie 
250 255 260 265 

cct ttg ctt cat agg gtc agt gga age ccc aac gga aag gaa acg ccc 
3 060 

Pro Leu Leu His Arg Val Ser Gly Ser Pro Asn Gly Lys Glu Thr Pro 
270 275 280 

egg gca aag ggt ctt ttg cag ctt ttg cag acg ggc aag aag ctg ctt 
3108 

Arg Ala Lys Gly Leu Leu Gin Leu Leu Gin Thr Gly Lys Lys Leu Leu 
285 290 295 

ctg ccc aca ccg cag gga caa acc ctg gag aaa tgg gag ctt ggg gag 
3156 

Leu Pro Thr Pro Gin Gly Gin Thr Leu Glu Lys Trp Glu Leu Gly Glu 
300 305 310 

agg atg gga gtg ggc aga ggt ggc acc cag ggg ccc ggg aac tec tgc 
3204 

Arg Met Gly Val Gly Arg Gly Gly Thr Gin Gly Pro Gly Asn Ser Cys 
315 320 325 

cac aac aga ata aag cag cct gat ttg aaa age aaagggtctg cttctgtctt 
3257 

His Asn Arg lie Lys Gin Pro Asp Leu Lys Ser 
330 " 335 340 

cctgcagggc gcagtcctcg ctggcggggc eggecaagaa gggaagggee ttgggagagc 
3317 

aaagtggggt ttccattcgc cctctgtccc agggegctgg cactgtccac cteggegggg 
3377 

agaggggctc gcagggagca tccacgggct tt 
3409 



<210> 5 

<211> 197 

<212> PRT 

<213> Homo sapiens 

<300> 

<308> AAC32022 

<309> 1998-08-17 

<313> (1) . . (197) 

<400> 5 

Met Asp Val Gly Ser Lys Glu Val Leu Met Glu Ser Pro Pro Asp Tyr 
1 5 10 15 



Ser Ala Ala Pro Arg Gly Arg Phe Gly lie Pro Cys Cys Pro Val His 
20 25 30 
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Leu Lys Arg Leu Leu lie Val Val Val Val Val Val Leu lie Val Val 
35 40 45 



Val lie Val Gly Ala Leu Leu Met Gly Leu His Met Ser Gin Lys His 
50 55 60 



Thr Glu Met Val Leu Glu Met Ser lie Gly Ala Pro Glu Ala Gin Gin 
65 70 75 80 



Arg Leu Ala Leu Ser Glu His Leu Val Thr Thr Ala Thr Phe Ser lie 
85 90 95 



Gly Ser Thr Gly Leu Val Val Tyr Asp Tyr Gin Gin Leu Leu lie Ala 
100 105 110 



Tyr Lys Pro Ala Pro Gly Thr Cys Cys Tyr lie Met Lys lie Ala Pro 
115 120 " 125 



Glu Ser lie Pro Ser Leu Glu Ala Leu Thr Arg Lys Val His Asn Phe 
130 135 140 



Gin Met Glu Cys Ser Leu Gin Ala Lys Pro Ala Val Pro Thr Ser Lys 
145 150 ' 155 160 



Leu Gly Gin Ala Glu Gly Arg Asp Ala Gly Ser Ala Pro Ser Gly Gly 
165 170 175 



Asp Pro Ala Phe Leu Gly Met Ala Val Asn Thr Leu Cys Gly Glu Val 
180 185 190 



Pro Leu Tyr Tyr lie 
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Met Asp Val Gly Ser Lys Glu Val Leu Met Glu Ser Pro Pro Asp Tyr 
15 10 15 



Ser Ala Ala Pro Arg Gly Arg Phe Gly lie Pro Cys Cys Pro Val His 
20 25 30 
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Leu Lys Arg Leu Leu lie Val Val Val Val Val Val Leu lie Val Val 
35 40 45 



Val lie Val Gly Ala Leu Leu Met Gly Leu His Met Ser Gin Lys His 
50 55 60 



Thr Glu Met Val Leu Glu Met Ser lie Gly Ala Pro Glu Ala Gin Gin 
65 70 75 80 



Arg Leu Ala Leu Ser Glu His Leu Val Thr Thr Ala Thr Phe Ser lie 
85 90 95 



Gly Ser Thr Gly Leu Val Val Tyr Asp Tyr Gin Gin Leu Leu lie Ala 
100 105 110 



Tyr Lys Pro Ala Pro Gly Thr Cys Cys Tyr lie Met Lys lie Ala Pro 
115 120 125 



Glu Ser lie Pro Ser Leu Glu Ala Leu Thr Arg Lys Val His Asn Phe 
130 135 140 



Gin Ala Lys Pro Ala Val Pro Thr Ser Lys Leu Gly Gin Ala Glu Gly 
145 150 155 160 



Arg Asp Ala Gly Ser Ala Pro Ser Gly Gly Asp Pro Ala Phe Leu Gly 
165 170 175 



Met Ala Val Asn Thr Leu Cys Gly Glu Val Pro Leu Tyr Tyr lie 
180 185 190 
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